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PURPOSE RESULTS — Expression and Characterization RESULTS - Functionality
What are the main considerations when desig ni Nng a bispecific anti body? o A successful T cell engager should have affinity to both targets, CD19 and CD3. IT should be able to induce a strong T cell response and show
Bispecific antibodies are complex and often D active T cell killing through recruitment. Most importantly, it should also be safe.
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Cyts‘lr:;is:;rm From in-vitro analysis, Design A is a strong T cell engager candidate for further in-vivo studies, with design | and G being good backups -
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